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EDUCATION
2018.3 —2023.2 Integrated Ph.D. Program, Biological Sciences and Technology
Chonnam National University, Gwangju, South Korea
Advisor: Dr. Chungoo Park
2013.1 -—2014.12 Military service (Republic of Korea Navy)
2012.3 -2018.2 B.S., School of Biological Sciences and Technology
Major: Biological Sciences
Minor: Software Engineering
Chonnam National University, Gwangju, South Korea

RESEARCH EXPERIENCE

20239 - Post-doctoral fellow, Laboratory of Genetics and Physiology,
National Institute of Diabetes and Digestive and Kidney
Diseases (NIDDK), US National Institutes of Health (NIH),
Bethesda, USA
Pl: Lothar Hennighausen, Ph.D.

HONORS AND AWARDS

KRIBB Best Research Award, The Korean Society for Biochemistry and Molecular Biology
International Conference, 2017
‘Analysis of transcriptome complexity and dynamics gene expression patterns during the
neural differentiation of murine embryonic stem cells’
Best Poster Award, International Conference of the Genetics Society of Korea, 2017
‘The dynamic alteration of global gene expression during neural differentiation of murine
embryonic stem cells’

RESEARCH INTERESTS
Computational biology, Transcriptomics, Genomics, Infectious diseases
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Note: Publication with the first author is highlighted with a blue color.
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sequencing of the gene encoding DNA methyltransferase 3 (DNMT3) from sea cucumber,
Apostichopus japonicus. Molecular Biology Reports. (Epub): 1-10

4. #leel., #Lee S.-G., Kim K.K,, Lim Y.J., Choi J.A., Cho S.N., Park C., Song C.H. (2019)
Characterization of genes differentially expressed in macrophages by virulent and attenuated
Mycobacterium tuberculosis through RNA-Seq analysis. Scientific Reports. 9(1): 4027.

3. #Park, C., #Han, Y.-H., #Lee S.-G., Ryu, K.-B., Oh, J., Kern, E.M.A,, Park, J.-K., Cho, S.-J.
(2018) The developmental transcriptome atlas of the spoon worm Urechis unicinctus
(Echiurida: Annelida). GigaScience. giy007.

2. Jo, J., Choi, H., Lee, S.-G., Oh, J., Lee, H.-G., Park, C. (2017) Draft genome sequences of
Pseudoalteromonas tetraodonis CSBO1KR and Pseudoalteromonas lipolytica CSBO2KR,
isolated from the gut of the sea cucumber Apostichopus japonicus. Genome Announcements.
vol. 5, no. 28, e00627-17.

1. Jo,J., Oh,J, Lee, H.-G,, Hong, H.-H., Lee, S.-G., Cheon, S., Kern, E. M. A,, Jin, S., Park,
J.-K., Cho, S.-J.,, Park, C. (2017) Draft genome of the sea cucumber Apostichopus japonicus
and genetic polymorphism among color variants. GigaScience. giw006.

Presentations at International Conference

Lee, S.-G., Furth P.A., Hennighausen L. Lee H.K. Variant- and Vaccination-Specific Alternative
Splicing Profiles in SARS-CoV-2 Infections. NIH/FDA COVID-19 Research Workshop. NIAID
Conference Center Grand Hall, Rockville, Maryland, USA, 2023

Lee, S.-G., Park, C. Large-scale gene duplication events in dinoflagellate lineages. 23 International
Seaweed Symposium (ISS 2019). Jeju island, Korea, 2019.

Lee, S.-G., Na D., Park, C. Comparability of reference-based and reference-free transcriptome
analysis approaches at the gene expression level. The 14th International Workshop on Data and
Text Mining in Biomedicine (DTMBio 2020). Galway, Ireland, 2020.

Lee, S-G., Park, C. Machine learning methods for predicting DNA- and RNA-binding proteins reveal
that protein domains are not the main contributors to identify nucleic acid-binding proteins.
Genetoberfest 2023. Technical University of Munich, Germany, 2023.





